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5 chr19:10489192-10489368

6 chr19:10486650-10486818

2 chr4:54695512-54695781 D52

8 chr4:54723584-54723698

9 chr4:54725857-54726050

10 chr4:54727218-54727324

int10-11 chr4:54727325-54727415

11 chr4:54727416-54727542

13 chr4:54728011-54728121

14 chr4:54729335-54729485

17 chr4:54733069-54733192

18 chr4:54736498-54736609

2 chr12:25245274-25245384 G12, G13

3 chr12:25227234-25227412 A59, Q61

4 chr12:25225614-25225773 K117, A146

1 chr15:66387348-66387427

2 chr15:66435027-66435237 L42, F53, L54, Q56, K57, K59, D67, E73, G91, A95, R96

3 chr15:66436746-66436892
E102, P105, R108, I111, L118, C121, P124, I126, G128, F129, Y130, Y134, 

M146

4 chr15:66443280-66443357 P162

5 chr15:66444656-66444707  G176

6 chr15:66481755-66481879 R189

7 chr15:66484990-66485191 P193,  E203, F223

8 chr15:66487228-66487292 W247, M256, P264, R291, P293, G294

9 chr15:66489215-66489276

10 chr15:66489718-66489763  S331

11 chr15:66490502-66490615 E367, N382, P387

2 chr7:116699085-116700284 E168, N375

13 chr7:116771498-116771654 I959

int13-14 chr7:116771655-116771848

14 + extra int14-15 chr7:116771849-116772139 T1010, Y1021

15 chr7:116774881-116775111

16 chr7:116777389-116777469 H1112

17 chr7:116778776-116778957 R1188

18 chr7:116781988-116782097

19 chr7:116783304-116783469 D1246, Y1248, Y1253, M1268

20 chr7:116795655-116795791 D1304

21 chr7:116795887-116796124 A1357, P1382

1 chr11:17719782-17720412

2 chr11:17720902- 17720980

3 chr11:17721255-17721510

2 chr1:114716050-114716160 G12, G13

3 chr1:114713800-114713978 A59, Q61

4 chr1:114709569-114709728 K117, A146

14 chr1:156876400-156876572 V573M, F589L, G595R

15 chr1:156879122-156879362 G667C, G667S

15 chr9:84948462-84948634 Q596E, V601G, G623S, R630K

16 chr9:84955283-84955517 R630K, G693S

16 chr15:87933012-87933184 G623R

17 chr15:87929191-87929434 G696A

12 chr4:54274841-54274973 V561

14 chr4:54277896-54278006 N659

18 chr4:54285841-54285963 D842

12 chr5:150125445-150125577 R561, P584

13 chr5:150124727-150124831

14 chr5:150124250-150124360 V665, N666

15 chr5:150123042-150123201

16 chr5:150121880-150122040

17 chr5:150121204-150121322

18 chr5:150120888-150121010 C843

19 chr5:150120012-150120123

20 chr5:150119467-150119566

21 chr5:150118747-150118852

2 chr3:179198827-179199177 R38, R88, K111

3 chr3:179199690-179199899 G118

5 chr3:179203544-179203789 N345

8 chr3:179210186-179210338 C420, E453

10 chr3:179218210-179218334 E542, E545, Q546

14 chr3:179220986-179221157 E726

21 chr3:179234094-179234364 M1043, H1047, G1049

2 chr5:68226676-68227009

3 chr5:68273390-68273482

4 chr5:68273939-68274013

5 chr5:68279602-68279733

6 chr5:68280528-68280729

7 chr5:68280927-68281006

8 chr5:68292259-68292361

9 chr5:68293101-68293199

10 chr5:68293303-68293483

11 chr5:68293709-68293834

12 chr5:68294536-68294678

13 chr5:68295148-68295324

14 chr5:68295420-68295488

15 chr5:68296171-68296341

16 chr5:68297412-68297603

9 chr12:132676546-132676653 P286, S297

10 chr12:132676094-132676204

11 chr12:132675735-132675820

12 chr12:132675398-132675517

13 chr12:132673575-132673707 V411, L424

14 chr12:132673164-132673277 A456, S459, A465

1 chr10:87864470-87864548

2 chr10:87894025-87894109

3 chr10:87925513-87925557

4 chr10:87931046-87931089

5 chr10:87933013-87933251 R130, R159

6 chr10:87952118-87952259

7 chr10:87957853-87958019 R233, K267

8 chr10:87960894-87961118

9 chr10:87965287-87965472

1 chr13:48303913-48304049

2 chr13:48307280-48307406

3 chr13:48342599-48342714

4 chr13:48345080-48345199

5 chr13:48347825-48347863

6 chr13:48348956-48349023

7 chr13:48360017-48360127

8 chr13:48362815-48362957

9 chr13:48364894-48364971

10 chr13:48367494-48367603

11 chr13:48368527-48368604

12 chr13:48373405-48373492

13 chr13:48376918-48377034

14 chr13:48379594-48379650

15 chr13:48380053-48380084

16 chr13:48380165-48380241

17 chr13:48381247-48381443

volledig NM_002755.4

NM_004985.5hotspot

MET

NTRK3

POLE

PIK3R1

NM_000314.8

NM_000321.3volledig

ENST00000524377

ENST00000257290

ENST00000263967

ENST00000521381

ENST00000320574

ENST00000371953

ENST00000267163

ENST00000288135

ENST00000311936

ENST00000307102

ENST00000318493

ENST00000369535

ENST00000171111

volledig NM_181523.3

PIK3CA hotspot NM_006218.4

NM_006206.6PDGFRA hotspot

hotspot NM_000222.3

KRAS

PTEN volledig

NM_002524.5

hotspot NM_006231.4

KIT

MAP2K1

NTRK1 NM_002529.4hotspot

KEAP1 volledig NM_203500.2

PDGFRB hotspot NM_002609.4

NTRK2 hotspot NM_001018064.3 ENST00000376213

MYOD1 volledig NM_002478.5 ENST00000250003

NM_001127500.3

NRAS hotspot

RB1

hotspot

ENST00000360948hotspot NM_001012338.3

ENST00000261799

http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
http://www.ncbi.nlm.nih.gov/nuccore/NM_002609.4
http://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000113721;r=5:150113839-150155872;t=ENST00000261799
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18 chr13:48452993-48453111

19 chr13:48456204-48456349

20 chr13:48459688-48459833

21 chr13:48463731-48463835

22 chr13:48464998-48465111

23 chr13:48465205-48465368

24 chr13:48473360-48473390

25 chr13:48476701-48476843

26 chr13:48477355-48477404

27 chr13:48479998-48480071

1 chr10:43077257-43077331

2 chr10:43100459-43100722

3 chr10:43102342-43102629

4 chr10:43104952-43105193

5 chr10:43106376-43106571

6 chr10:43109031-43109230

7 chr10:43111207-43111465

8 chr10:43112099-43112224

9 chr10:43112583-43112963

10 chr10:43113556-43113675 C611, C618, C620

11 chr10:43114480-43114736 L629, C630, D631, E632, L633, C634

12 chr10:43116584-43116731

13 chr10:43118373-43118480

14 chr10:43119531-43119745

15 chr10:43120081-43120203 A883

16 chr10:43121946-43122016 M918

17 chr10:43123671-43123808

18 chr10:43124883-43124982

19 chr10:43126575-43126722

20 chr10:43128112-43128272

2 chr17:58415326-58415577

3 chr17:58370911-58371033 R113

4 chr17:58363526-58363600 R145

5 chr17:58363275-58363406 Q152, Y177

6 chr17:58362544-58362648 S216

7 chr17:58360783-58360944

8 chr17:58360149-58360251

9 chr17:58357468-58358823 R371, R519, S607

10 chr17:58354943-58354986

36 chr6:117319868-117320030

37 chr6:117318188-117318252 S1986

38 chr6:117317143-117317272 G2032, D2033

41 chr6:117308794-117308928 L2155

2 chr18:51047047-51047295

3 chr18:51048686-51048860 A118, R135

4 chr18:51049295-51049324

5 chr18:51054781-51054993

6 chr18:51058125-51058244

7 chr18:51058340-51058456

8 chr18:51059866-51059916 Q311, 

9 chr18:51065423-51065606 E330, K340, D351, D355, R361

10 chr18:51067019-51067187 G386, G419

11 chr18:51076638-51076776 R445

12 chr18:51078256-51078467 R496, G510, D537, E538

1 chr7:129189152-129189482

2 chr7:129203384-129203589

3 chr7:129205203-129205412

4 chr7:129205610-129205782

5 chr7:129206150-129206369

6 chr7:129206464-129206587 L412F

7 chr7:129208759-129208851

8 chr7:129209289-129209397

9 chr7:129210363-129210548 W535L

10 chr7:129210965-129211113

11 chr7:129211636-129211770

12 chr7:129212024-129212453

5 chr17:49619234-49619385 Y83, Y87, F102

6 chr17:49618981-49619108 W131, F133

3 chr17:42346569-42346713 L78

6 chr17:42338731-42338812 E166

17 chr17:42324711-42324846 N502

20 chr17:42323004-42323143 S614, G618

21 chr17:42322282-42322494  Y640, Y657, K658, M660, D661

1 chr19:1206914-1207203 Q37

2 chr19:1218417-1218500

3 chr19:1219324-1219413

4 chr19:1220373-1220505 Q170, G171, D194, E199

5 chr19:1220581-1220717  S216, Q220

6 chr19:1221213-1221340 P281

7 chr19:1221949-1222006

8 chr19:1222985-1223172 F354

9 chr19:1226454-1226647

TERT hotspot NM_198253.3 ENST00000310581 promoter chr5:1295016-1295205 C228T, C250T, C242T

2 chr17:7676521-7676594

3 chr17:7676382-7676403

4 chr17:7675994-7676272

5 chr17:7675053-7675236

6 chr17:7674859-7674971

7 chr17:7674181-7674290

8 chr17:7673701-7673837

9 chr17:7673535-7673608

10 chr17:7670609-7670715

11 chr17:7669609-7669690

beta/gamma exonen chr17:7673219-7673339

1 chr3:10141848-10142187

2 chr3:10146514-10146636

3 chr3:10149787-10149965

SPOP

STAT3 hotspot

hotspot

SMO volledig

ENST00000342988

ENST00000249373

ENST00000393328

ENST00000264657

ENST00000326873

volledig

NM_020975.6

NM_017763.6

volledig

NM_005631.5

hotspot NM_002944.3 ENST00000368508

NM_000321.3volledig

ENST00000269305

ENST00000256474

NM_000546.6

NM_000455.5

NM_005359.6

NM_139276.3

NM_003563.3

NM_000551.4

ENST00000267163

ENST00000355710

ENST00000407977

SMAD4

RNF43

RET volledig

VHL volledig

STK11 volledig

TP53 volledig

ROS1

RB1


